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Fig. 5. Clustering of the viral capsid proteins on the basis of BLASTP scores. Virus
groups comprising a cluster are separated by commas, and each cluster is preceded by
the minimal BLASTP score for a pair of two sequences within the cluster.

However, it is notable that several groups of small spherical viruses are in the
same cluster, as are tobraviruses and hordeiviruses. Attempts to use a lower
cutoff resulted in erroneous results, with clusters based on spurious hits
(not shown).



